FOX genes encode a family of transcription factors which play important roles during early development and in regulatory regions which are conserved in mammalian species.
Results and Discussion
In the first step of this study, we searched ESTs genes were localized on the proximal region of BTA18 and comprise a gene cluster like human and mouse. As shown in Fig. 2, a Then we compared and aligned the nucleotide sequences of the bovine BAC contig with the genomic sequence of human or mouse FOX gene cluster. As shown in Fig. 3 , the relative position, orientation, and exon-intron structure of the genes and distances between genes were conserved among these mammalian species. It is to be noted that a series of sequences, which are likely to be a functional gene, has been reported in the FOX gene clusters of human and mouse. As shown in Fig. 3 
